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3 <110> APPLICANT: KEITH, TIM 

5 <120> TITLE OF INVENTION: NOVEL HUMAN GENE RELATING TO RESPIRATORY DISEASES AND 

6 OBESITY 

8 <130> FILE REFERENCE: 2976-4039US1 

C--> 10 <140> CURRENT APPLICATION NUMBER: US/09/834 , 597 

C--> 11 <141> CURRENT FILING DATE: 2001-04-13 

13 <150> PRIOR APPLICATION NUMBER: 60/129,391 

14 <151> PRIOR FILING DATE: 1999-04-13 

16 <150> PRIOR APPLICATION NUMBER: 60/146,336 ^ _ ^ S 

17 <151> PRIOR FILING DATE: 1999-07-30 

19 <150> PRIOR APPLICATION NUMBER: 09/548,797 

20 <151> PRIOR FILING DATE: 2000-04-13 
22 <160> NUMBER OF SEQ ID NOS : 363 
24 <170> SOFTWARE: Patentln Ver . 2.1 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 3626 

28 <212> TYPE: DNA 

29 <213> ORGANISM: Homo sapiens 

31 <400> SEQUENCE: 1 

32 cgggcacggg tcggccgcaa tccagcctgg gcggagccgg agttgcgagc cgctgcctag 60 

33 aggccgagga gctcacagct atgggctgga ggccccggag agctcggggg accccgttgc 120 

34 tgctgctgct actactgctg ctgctctggc cagtgccagg cgccggggtg cttcaaggac 180 

35 atatccctgg gcagccagtc accccgcact gggtcctgga tggacaaccc tggcgcaccg 240 

36 tcagcctgga ggagccggtc tcgaagccag acatggggct ggtggccctg gaggctgaag 300 

37 gccaggagct cctgcttgag ctggagaaga accacaggct gctggcccca ggatacatag 360 

38 aaacccacta cggcccagat gggcagccag tggtgctggc ccccaaccac acggtgagat 420 

39 gcttccatgg gctctgggat gcaccgccag aggatcattg ccactaccaa gggcgagtaa 480 

40 ggggcttccc cgactcctgg gtagtcctct gcacctgctc tgggatgagt ggcctgatca 540 

41 ccctcagcag gaatgccagc tattatctgc gtccctggcc accccggggc tccaaggact 600 

42 tctcaaccca cgagatcttt cggatggagc agctgctcac ctggaaagga acctgtggcc 660 

43 acagggatcc tgggaacaaa gcgggcatga ccagccttcc tggtggtccc cagagcaggg 720 

44 gcaggcgaga agcgcgcagg acccggaagt acctggaact gtacattgtg gcagaccaca 780 

45 ccctgttctt gactcggcac cgaaacttga accacaccaa acagcgtctc ctggaagtcg 840 

46 ccaactacgt ggaccagctt ctcaggactc tggacattca ggtggcgctg accggcctgg 900 

47 aggtgtggac cgagcgggac cgcagccgcg tcacgcagga cgccaacgcc acgctctggg 960 

48 ccttcctgca gtggcgccgg gggctgtggg cgcagcggcc ccacgactcc gcgcagctgc 1020 

49 tcacgggccg cgccttccag ggcgccacag tgggcctggc gcccgtcgag ggcatgtgcc 1080 

50 gcgccgagag ctcgggaggc gtgagcacgg accactcgga gctccccatc ggcgccgcag 1140 

51 ccaccatggc ccatgagatc ggccacagcc tcggcctcag ccacgacccc gacggctgct 1200 

52 gcgtggaggc tgcggccgag tccggaggct gcgtcatggc tgcggccacc gggcacccgt 1260 

53 ttccgcgcgt gttcagcgcc tgcagccgcc gccagctgcg cgccttcttc cgcaaggggg 1320 

54 gcggcgcttg cctctccaat gccccggacc ccggactccc ggtgccgccg gcgctctgcg 1380 

55 ggaacggctt cgtggaagcg ggcgaggagt gtgactgcgg ccctggccag gagtgccgcg 1440 

56 acctctgctg ctttgctcac aactgctcgc tgcgcccggg ggcccagtgc gcccacgggg 1500 

57 actgctgcgt gcgctgcctg ctgaagccgg ctggagcgct gtgccgccag gccatgggtg 1560 

58 actgtgacct ccctgagttt tgcacgggca cctcctccca ctgtccccca gacgtttacc 1620 

59 tactggacgg ctcaccctgt gccaggggca gtggctactg ctgggatggc gcatgtccca 1680 
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60 cgctggagca gcagtgccag cagctctggg ggcctggctc ccacccagct cccgaggcct 1740 

61 gtttccaggt ggtgaactct gcgggagatg ctcatggaaa ctgcggccag gacagcgagg 1800 

62 gccacttcct gccctgtgca gggagggatg ccctgtgtgg gaagctgcag tgccagggtg 1860 

63 gaaagcccag cctgctcgca ccgcacatgg tgccagtgga ctctaccgtt cacctagatg 1920 

64 gccaggaagt gacttgtcgg ggagccttgg cactccccag tgcccagctg gacctgcttg 1980 

65 gcctgggcct ggtagagcca ggcacccagt gtggacctag aatggtgtgc cagagcaggc 2040 

66 gctgcaggaa gaatgccttc caggagcttc agcgctgcct gactgcctgc cacagccacg 2100 

67 gggtttgcaa tagcaaccat aactgccact gtgctccagg ctgggctcca cccttctgtg 2160 

68 acaagccagg ctttggtggc agcatggaca gtggccctgt gcaggctgaa aaccatgaca 2220 

69 ccttcctgct ggccatgctc ctcagcgtcc tgctgcctct gctcccaggg gccggcctgg 2280 

70 cctggtgttg ctaccgactc ccaggagccc atctgcagcg atgcagctgg ggctgcagaa 2340 

71 gggaccctgc gtgcagtggc cccaaagatg gcccacacag ggaccacccc ctgggcggcg 2400 

72 ttcaccccat ggagttgggc cccacagcca ctggacagcc ctggcccctg gaccctgaga 2460 

73 actctcatga gcccagcagc caccctgaga agcctctgcc agcagtctcg cctgaccccc 2520 

74 aagcagatca agtccagatg ccaagatcct gcctctggtg agaggtagct cctaaaatga 2580 

75 acagatttaa agacaggtgg ccactgacag ccactccagg aacttgaact gcaggggcag 2640 

76 agccagtgaa tcaccggacc tccagcacct gcaggcagct tggaagtttc ttccccgagt 2700 

77 ggagcttcga cccacccact ccaggaaccc agagccacat tagaagttcc tgagggctgg 2760 

78 agaacactgc tgggcacact ctccagctca ataaaccatc agtcccagaa gcaaaggtca 2820 

79 cacagcccct gacctccctc accagtggag gctgggtagt gctggccatc ccaaaagggc 2880 

80 tctgtcctgg gagtctggtg tgtctcctac atgcaatttc cacggaccca gctctgtgga 2940 

81 gggcatgact gctggccaga agctagtggt cctggggccc tatggttcga ctgagtccac 3000 

82 actcccctgc agcctggctg gcctctgcaa acaaacataa ttttggggac cttccttcct 3060 

83 gtttcttccc accctgtctt ctcccctagg tggttcctga gcccccaccc ccaatcccag 3120 

84 tgctacacct gaggttctgg ag-ctcagaat ctgacagcct ctcccccatt ctgtgtgtgt 3180 

85 cggggggaca gagggaacca tttaagaaaa gataccaaag tagaagtcaa aagaaagaca 3240 

86 tgttggctat aggcgtggtg gctcatgcct ataatcccag cactttggga agccggggta 3300 

87 ggaggatcac cagaggccag caggtccaca ccagcctggg caacacagca agacaccgca 3360 

88 tctacagaaa aattttaaaa ttagctgggc gtggtggtgt gtacctgtag gcctagctgc 3420 

89 tcaggaggct gaagcaggag gatcacttga gcctgagttc aacactgcag tgagctatgg 3480 

90 tggcaccact gcactccagc ctgggtgaca gagcaagacc ctgtctctaa aataaatttt 3540 

91 aaaaagacat aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3600 

92 aaaaaaaaaa aaaaaaaaaa aaaaaa 3626 

95 <210> SEQ ID NO: 2 

96 <211> LENGTH: 227 

97 <212> TYPE: DNA 

98 <213> ORGANISM: Homo sapiens 

100 <400> SEQUENCE: 2 

101 accgggcacg ggtcggccgc aatccagcct gggcggagcc ggagttgcga gccgctgcct 60 

102 agaggccgag gagctcacag ctatgggctg gaggccccgg agagctcggg ggaccccgtt 120 

103 gctgctgctg ctactactgc tgctgctctg gccagtgcca ggcgccgggg tgcttcaagg 180 

104 acatatccct gggcagccag tcaccccgca ctgggtcctg gatggac 227 

107 <210> SEQ ID NO: 3 

108 <211> LENGTH: 3509 

109 <212> TYPE: DNA 

110 <213> ORGANISM: Homo sapiens 

112 <400> SEQUENCE: 3 

113 cagctatggg ctggaggccc cggagagctc gggggacccc gttgctgctg ctgctactac 60 

114 tgctgctgct ctggccagtg ccaggcgccg gggtgcttca aggacatatc cctgggcagc 120 
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115 cagtcacccc gcactgggtc ctggatggac aaccctggcg caccgtcagc ctggaggagc 180 

116 cggtctcgaa gccagacatg gggctggtgg ccctggaggc tgaaggccag gagctcctgc 240 

117 ttgagctgga gaagaaccac aggctgctgg ccccaggata catagaaacc cactacggcc 300 

118 cagatgggca gccagtggtg ctggccccca accacacgga tcattgccac taccaagggc 360 

119 gagtaagggg cttccccgac tcctgggtag tcctctgcac ctgctctggg atgagtggcc 420 

120 tgatcaccct cagcaggaat gccagctatt atctgcgtcc ctggccaccc cggggctcca 480 

121 aggacttctc aacccacgag atctttcgga tggagcagct gctcacctgg aaaggaacct 540 

122 gtggccacag ggatcctggg aacaaagcgg gcatgaccag ccttcctggt ggtccccaga 600 

123 gcaggggcag gcgagaagcg cgcaggaccc ggaagtacct ggaactgtac attgtggcag 660 

124 accacaccct gttcttgact cggcaccgaa acttgaacca caccaaacag cgtctcctgg 720 

125 aagtcgccaa ctacgtggac cagcttctca ggactctgga cattcaggtg gcgctgaccg 780 

126 gcctggaggt gtggaccgag cgggaccgca gccgcgtcac gcaggacgcc aacgccacgc 840 

127 tctgggcctt cctgcagtgg cgccgggggc tgtgggcgca gcggccccac gactccgcgc 900 

128 agctgctcac gggccgcgcc ttccagggcg ccacagtggg cctggcgccc gtcgagggca 960 

129 tgtgccgcgc cgagagctcg ggaggcgtga gcacggacca ctcggagctc cccatcggcg 1020 

130 ccgcagccac catggcccat gagatcggcc acagcctcgg cctcagccac gaccccgacg 1080 

131 gctgctgcgt ggaggctgcg gccgagtccg gaggctgcgt catggctgcg gccaccgggc 1140 

132 acccgtttcc gcgcgtgttc agcgcctgca gccgccgcca gctgcgcgcc ttcttccgca 1200 

133 aggggggcgg cgcttgcctc tccaatgccc cggaccccgg actcccggtg ccgccggcgc 1260 

134 tctgcgggaa cggcttcgtg gaagcgggcg aggagtgtga ctgcggccct ggccaggagt 1320 

135 gccgcgacct ctgctgcttt gctcacaact gctcgctgcg cccgggggcc cagtgcgccc 1380 

136 acggggactg ctgcgtgcgc tgcctgctga agccggctgg agcgctgtgc cgccaggcca 1440 

137 tgggtgactg tgacctccct gagttttgca cgggcacctc ctcccactgt cccccagacg 1500 

138 tttacctact ggacggctca ccctgtgcca ggggcagtgg ctactgctgg gatggcgcat 1560 

139 gtcccacgct ggagcagcag tgccagcagc tctgggggcc tggctcccac ccagctcccg 1620 

140 aggcctgttt ccaggtggtg aactctgcgg gagatgctca tggaaactgc ggccaggaca 1680 

141 gcgagggcca cttcctgccc tgtgcaggga gggatgccct gtgtgggaag ctgcagtgcc 1740 

142 agggtggaaa gcccagcctg ctcgcaccgc acatggtgcc agtggactct accgttcacc 1800 

143 tagatggcca ggaagtgact tgtcggggag ccttggcact ccccagtgcc cagctggacc 1860 

144 tgcttggcct gggcctggta gagccaggca cccagtgtgg acctagaatg gtgtgccaga 1920 

145 gcaggcgctg caggaagaat gccttccagg agcttcagcg ctgcctgact gcctgccaca 1980 

146 gccacggggt ttgcaatagc aaccataact gccactgtgc tccaggctgg gctccaccct 2040 

147 tctgtgacaa gccaggcttt ggtggcagca tggacagtgg ccctgtgcag gctgaaaacc 2100 

148 atgacacctt cctgctggcc atgctcctca gcgtcctgct gcctctgctc ccaggggccg 2160 

149 gcctggcctg gtgttgctac cgactcccag gagcccatct gcagcgatgc agctggggct 2220 

150 gcagaaggga ccctgcgtgc agtggcccca aagatggccc acacagggac caccccctgg 2280 

151 gcggcgttca ccccatggag ttgggcccca cagccactgg acagccctgg cccctggacc 2340 

152 ctgagaactc tcatgagccc agcagccacc ctgagaagcc tctgccagca gtctcgcctg 2400 

153 acccccaaga tcaagtccag atgccaagat cctgcctctg gtgagaggta gctcctaaaa 2460 

154 tgaacagatt taaagacagg tggccactga cagccactcc aggaacttga actgcagggg 2520 

155 cagagccagt gaatcaccgg acctccagca cctgcaggca gcttggaagt ttcttccccg 2580 

156 agtggagctt cgacccaccc actccaggaa cccagagcca cattagaagt tcctgagggc 2640 

157 tggagaacac tgctgggcac actctccagc tcaataaacc atcagtccca gaagcaaagg 2700 

158 tcacacagcc cctgacctcc ctcaccagtg gaggctgggt agtgctggcc atcccaaaag 2760 

159 ggctctgtcc tgggagtctg gtgtgtctcc tacatgcaat ttccacggac ccagctctgt 2820 

160 ggagggcatg actgctggcc agaagctagt ggtcctgggg ccctatggtt cgactgagtc 2880 

161 cacactcccc tgcagcctgg ctggcctctg caaacaaaca taattttggg gaccttcctt 2940 

162 cctgtttctt cccaccctgt cttctcccct aggtggttcc tgagccccca cccccaatcc 3000 

163 cagtgctaca cctgaggttc tggagctcag aatctgacag cctctccccc attctgtgtg 3060 
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164 tgtcgggggg acagagggaa ccatttaaga aaagatacca aagtagaagt caaaagaaag 3120 

165 acatgttggc tataggcgtg gtggctcatg cctataatcc cagcactttg ggaagccggg 3180 

166 gtaggaggat caccagaggc cagcaggtcc acaccagcct gggcaacaca gcaagacacc 3240 

167 gcatctacag aaaaatttta aaattagctg ggcgtggtgg tgtgtacctg taggcctagc 3300 

168 tgctcaggag gctgaagcag gaggatcact tgagcctgag ttcaacactg cagtgagcta 3360 

169 tggtggcacc actgcactcc agcctgggtg acagagcaag accctgtctc taaaataaat 3420 

170 tttaaaaaga cataaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3480 

171 aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 3509 

174 <210> SEQ ID NO: 4 

175 <211> LENGTH: 826 

176 <212> TYPE: PRT 

177 <213> ORGANISM: Homo sapiens 

179 <400> SEQUENCE: 4 

180 Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 

181 15 10 15 

183 Leu Leu Leu Leu Leu Leu Trp Pro Val Pro Gly Ala Gly Val Leu Gin 

184 20 25 30 

186 Gly His lie Pro Gly Gin Pro Val Thr Pro His Trp Val Leu Asp Gly 

187 35 40 45 

189 Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val Ser Lys Pro Asp 

190 50 55 60 

192 Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 

193 65 70 75 80 

195 Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 

196 85 90 95 

198 Tyr Gly Pro Asp Gly Gin Pro Val Val Leu Ala Pro Asn His Thr Val 

199 100 105 110 

201 Arg Cys Phe His Gly Leu Trp Asp Ala Pro Pro Glu Asp His Cys His 

202 115 120 125 

204 Tyr Gin Gly Arg Val Arg Gly Phe Pro Asp Ser Trp Val Val Leu Cys 

205 130 135 140 

207 Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser Arg Asn Ala Ser 

208 145 150 155 160 

210 Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp Phe Ser Thr 

211 165 170 175 

213 His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys Gly Thr Cys 

214 180 185 190 

216 Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser Leu Pro Gly 

217 195 200 205 

219 Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr Arg Lys Tyr 

220 210 215 220 

222 Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe Leu Thr Arg His 

223 225 230 235 240 

225 Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val Ala Asn Tyr 

226 245 250 255 

228 Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val Ala Leu Thr Gly 

229 260 265 270 

231 Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg Val Thr Gin Asp Ala 

232 275 280 285 
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234 


Asn 


Ala 


Thr 


Leu 


Trp 


Ala 


Phe 


Leu 


Gin 


Trp 


Arg 


Arg 


Gly 


Leu 


Trp 


Ala 


235 




290 










295 










300 










237 


Gin 


Arg 


Pro 


His 


Asp 


Ser 


Ala 


Gin 


Leu 


Leu 


Thr 


Gly 


Arg 


Ala 


Phe 


Gin 


238 


305 










310 










315 










320 


240 


Gly 


Ala 


Thr 


Val 


Gly 


Leu 


Ala 


Pro 


Val 


Glu 


Gly 


Met 


Cys 


Arg 


Ala 


Glu 


241 










325 










330 










335 




243 


Ser 


Ser 


Gly 


Gly 


Val 


Ser 


Thr 


Asp 


His 


Ser 


Glu 


Leu 


Pro 


He 


Gly 


Ala 


244 








340 










345 










350 






246 


Ala 


Ala 


Thr 


Met 


Ala 


His 


Glu 


He 


Gly 


His 


Ser 


Leu 


Gly 


Leu 


Ser 


His 


247 






355 










360 










365 








249 


Asp 


Pro 


Asp 


Gly 


Cys 


Cys 


Val 


Glu 


Ala 


Ala 


Ala 


Glu 


Ser 


Gly 


Gly 


Cys 


250 




370 










375 










380 










252 


Val 


Met 


Ala 


Ala 


Ala 


Thr 


Gly 


His 


Pro 


Phe 


Pro 


Arg 


Val 


Phe 


Ser 


Ala 


253 


385 










390 










395 










400 


255 


Cys 


Ser 


Arg 


Arg 


Gin 


Leu 


Arg 


Ala 


Phe 


Phe 


Arg 


Lys 


Gly 


Gly 


Gly 


Ala 


256 










405 










410 










415 




258 


Cys 


Leu 


Ser 


Asn 


Ala 


Pro 


Asp 


Pro 


Gly 


Leu 


Pro 


Val 


Pro 


Pro 


Ala 


Leu 


259 








420 










425 










430 






261 


Cys 


Gly 


Asn 


Gly 


Phe 


Val 


Glu 


Ala 


Gly 


Glu 


Glu 


Cys 


Asp 


Cys 


Gly 


Pro 


262 






435 










440 










445 








264 


Gly 


Gin 


Glu 


Cys 


Arg 


Asp 


Leu 


Cys 


Cys 


Phe 


Ala 


His 


Asn 


Cys 


Ser 


Leu 


265 




450 










455 










460 










267 


Arg 


Pro 


Gly 


Ala 


Gin 


Cys 


Ala 


His 


Gly 


Asp 


Cys 


Cys 


Val 


Arg 


Cys 


Leu 


268 


465 










470 










475 










480 


270 


Leu 


Lys 


Pro 


Ala 


Gly 


Ala 


Leu 


Cys 


Arg 


Gin 


Ala 


Met 


Gly 


Asp 


Cys 


Asp 


271 










485 










490 










495 




273 


Leu 


Pro 


Glu 


Phe 


Cys 


Thr 


Gly 


Thr 


Ser 


Ser 


His 


Cys 


Pro 


Pro 


Asp 


Val 


274 








500 










505 










510 






276 


Tyr 


Leu 


Leu 


Asp 


Gly 


Ser 


Pro 


Cys 


Ala 


Arg 


Gly 


Ser 


Gly 


Tyr 


Cys 


Trp 


277 






515 










520 










525 








279 


Asp 


Gly 


Ala 


Cys 


Pro 


Thr 


Leu 


Glu 


Gin 


Gin 


Cys 


Gin 


Gin 


Leu 


Trp 


Gly 


280 




530 










535 










540 










282 


Pro 


Gly 


Ser 


His 


Pro 


Ala 


Pro 


Glu 


Ala 


Cys 


Phe 


Gin 


Val 


Val 


Asn 


Ser 


283 


545 










550 










555 










560 


285 


Ala 


Gly 


Asp 


Ala 


His 


Gly 


Asn 


Cys 


Gly 


Gin 


Asp 


Ser 


Glu 


Gly 


His 


Phe 


286 










565 










570 










575 




288 


Leu 


Pro 


Cys 


Ala 


Gly 


Arg 


Asp 


Ala 


Leu 


Cys 


Gly 


Lys 


Leu 


Gin 


Cys 


Gin 


289 








580 










585 










590 






291 


Gly 


Gly 


Lys 


Pro 


Ser 


Leu 


Leu 


Ala 


Pro 


His 


Met 


Val 


Pro 


Val 


Asp 


Ser 


292 






595 










600 










605 








294 


Thr 


Val 


His 


Leu 


Asp 


Gly 


Gin 


Glu 


Val 


Thr 


Cys 


Arg 


Gly 


Ala 


Leu 


Ala 


295 




610 










615 










620 










297 


Leu 


Pro 


Ser 


Ala 


Gin 


Leu 


Asp 


Leu 


Leu 


Gly 


Leu 


Gly 


Leu 


Val 


Glu 


Pro 


298 


625 










630 










635 










640 


300 


Gly 


Thr 


Gin 


Cys 


Gly 


Pro 


Arg 


Met 


Val 


Cys 


Gin 


Ser 


Arg 


Arg 


Cys 


Arg 


301 










645 










650 










655 




303 


Lys 


Asn 


Ala 


Phe 


Gin 


Glu 


Leu 


Gin 


Arg 


Cys 


Leu 


Thr 


Ala 


Cys 


His 


Ser 


304 








660 










665 










670 






306 


His 


Gly 


Val 


Cys 


Asn 


Ser 


Asn 


His 


Asn 


Cys 


His 


Cys 


Ala 


Pro 


Gly 


Trp 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one* n or Xaa. 
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VERIFICATION SUMMARY DATE: 04/27/2001 

PATENT APPLICATION: US/09/834,597 TIME: 10:41:59 

Input Set : A:\2976-us.app 

Output Set: N:\CRF3\04272001\I834597.raw 

L:10 M:270 C: Current Application Number differs, Replaced Application Number 

L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:4876 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:62 
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